Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.008 Å; disorder in main residue; R factor = 0.042; wR factor = 0.103; data-to-parameter ratio = 13.3.
Related literature
Hydrogen-bond geometry (Å , ). structures (Rodrigues et al., 2011; Akkurt et al., 2011; Kant et al., 2012) ; Kumar et al. (2012) . There are no significant differences in bond lengths and angles for molecule A & B. The molecules are twisted about the S-N bonds with (C1A -S1A-N8A-C9A) and (C1B-S1B-N8B-C9B) torsion angles of 60.5 (3) and 58.9 (4)°, respectively. The piperidine ring is in chair conformation in both the molecules. The benzene rings bridged by the sulfonamide group are tilted relative to each other by 37.4 (2) and 56.1 (1)° while the dihedral angle between the sulfur bridged pyrimidine and benzene rings is 72.4 (1) and 70.2 (1)° in molecules A and B, respectively. In one of the molecules (molecule A), methoxy group is disordered over two sets of sites in a 0.57 (1): 0.43 (1) ratio. In the crystal, molecule A is forming dimer with other molecule A by N8A-H8A ···N20A and molecule B is also forming dimer with molecule B by N8B-H8B ···N20B hydrogen bonds (Fig. 2) . These dimers are further connected into chains by C10B-H10B···O2B and C11A-H11A···O1A along a axis (Fig. 3) . In addition to these hydrogen bonds there is one intramolecular N8B-H8B···S2B
hydrogen bond in molecule B (Table 1) 
Experimental
The reaction of N- [2-(5-bromo-2-piperidin-1-yl-pyrimidin-4-yl-sulfanyl ) -4-methoxy-phenyl]-benzenesulfonamide (4.87 g, 0.01 mol) and piperidine (0.86 g, 0.01 mol) were carried out in the presence of triethylamine and the reaction mixture was allowed to stir at room temperature for 6-7 h in dry dichloromethane. The progress of the reaction was monitored by TLC. Upon completion, the solvent was removed under reduced pressure and residue was extracted with ethyl acetate.
The compound was purified by successive recrystallization from methanol (yield 79%, m.p. 471-473 K) to yield colourless blocks.
Refinement
All H atoms were positioned geometrically and were treated as riding on their parent C/N atoms, with C-H distances of 0.93-0.97 Å and N-H distance of 0.86 with U iso (H) = 1.2U eq (C) or 1.5U eq (methyl C). 
Figure 1
The molecular structure with displacnent ellipsoids drawn at the 40% probability level. 110.2 (7) C9B-C10B-H10B 119.8 C11A-C12A-C13A 120.5 (4) C12B-C11B-C10B 120.1 (4) O15C-C12A-O15A 20.6 (9) C12B-C11B-H11B 119.9 C11A-C12A-O15A
108.8 (6) C10B-C11B-H11B 119.9 C13A-C12A-O15A
130.6 (6) C11B-C12B-C13B 120.3 (4) C16A-O15A-C12A 110.2 (11) C11B-C12B-O15B 125.1 (4) O15A-C16A-H16D 109.5 C13B-C12B-O15B 114.6 (4) O15A-C16A-H16E 109.5 C12B-C13B-C14B 119.9 (4) H16D-C16A-H16E 109.5 C12B-C13B-H13B 120.1 O15A-C16A-H16F 109.5 C14B-C13B-H13B 120.1 H16D-C16A-H16F 109.5 C9B-C14B-C13B 120.5 (3) H16E-C16A-H16F 109.5 C9B-C14B-S2B 120.8 (3) C12A-O15C-C16C 116.7 (13) C13B-C14B-S2B 118.7 (3) O15C-C16C-H16G 109.5 O15B-C16B-H16A 109.5 O15C-C16C-H16H 109.5 O15B-C16B-H16B 109.5 H16G-C16C-H16H 109.5 H16A-C16B-H16B 109.5 O15C-C16C-H16I 109.5 O15B-C16B-H16C 109.5 H16G-C16C-H16I 109.5 H16A-C16B-H16C 109.5 H16H-C16C-H16I 109.5 H16B-C16B-H16C 109.5 C14A-C13A-C12A 119.4 (4) N18B-C17B-C22B 121.9 (3) C14A-C13A-H13A 120.3 N18B-C17B-S2B 119.1 (3) C12A-C13A-H13A 120.3 C22B-C17B-S2B 119.0 (3) C13A-C14A-C9A 120.0 (3) N20B-C19B-N18B 125.0 (3) C13A-C14A-S2A 119.9 (3) N20B-C19B-N23B 118.3 (3) C9A-C14A-S2A 120.1 (3) N18B-C19B-N23B 116.7 (3) N18A-C17A-C22A 121.1 (3) N20B-C21B-C22B 124.1 (4) N18A-C17A-S2A 119.8 (3) N20B-C21B-H21B 118.0 C22A-C17A-S2A 119.2 (3) C22B-C21B-H21B 118.0 N23A-C19A-N18A 116.9 (3) C21B-C22B-C17B 116.4 (3) N23A-C19A-N20A 117.9 (3) C21B-C22B-Br1B 122.5 (3) N18A-C19A-N20A 125.1 (3) C17B-C22B-Br1B 121.0 (3) N20A-C21A-C22A 123.9 (3) N23B-C24B-C25B 110.5 (4) N20A-C21A-H21A
118.0 N23B-C24B-H24A 109.6 C22A-C21A-H21A
118.0 C25B-C24B-H24A 109.6 C21A-C22A-C17A 116.7 (3) N23B-C24B-H24B 109.6 C21A-C22A-Br2 120.7 (3) C25B-C24B-H24B 109.6 C17A-C22A-Br2 122.6 (3) H24A-C24B-H24B 108.1 C25A-C24A-N23A 112.9 (4) C24B-C25B-C26B 111.2 (4) C25A-C24A-H24C 109.0 C24B-C25B-H25C 109.4 N23A-C24A-H24C 109.0 C26B-C25B-H25C 109.4
